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Structure	  deposits	  in	  the	  PDB	  Protein	  Data	  Bank	  

	  
2GEZ 2ZAK 2ZAL 3C17 3GAX 3IE5 3OJ0 3OLO 3ON4 3OP9 3OPC 3QOK 
3QOM 3QOO 3QSG 3QSJ 3R1X 3RHT 3RMQ 3RMS 3RRI 3RXY 3RXZ 3SHO 
3SSF 3TP9 3TTG 3U2R 4DIM 4EVQ 4EVR 4EVS 4EVU 4EVX 4F66 4F79 
4FB7 4GB5 4GBJ 4GPN 4GYT 4GZE 4H3T 4H3V 4H7L 4HFV 4HN9 4I66 
4MV2 4MVE 4NNQ 4O2H 4PF1 4Q29 4TX9 4W9T 4WB1 4WD0 
 

Professional	  skills	  
	  
Molecular	  biology:	  expression	  construct	  (plasmid)	  design	  and	  site-‐directed	  mutagenesis,	  protein	  
complexes	  	  
Biochemistry:	  	  protein	  expression	  (E.	  coli),	  high-‐throughput	  protein	  purification	  (affinity,	  ion-‐
exchange	  and	  size-‐exclusion	  chromatography),	  characterization	  (electrophoresis,	  enzyme	  
kinetics,	  binding	  assays)	  	  
Biophysics:	  UV/VIS,	  mass	  spectrometry	  
X-‐ray	  crystallography:	  crystallization,	  cocrystallization	  with	  proteins,	  DNA	  and	  small	  ligands,	  
heavy-‐atom	  derivatization,	  reductive	  alkylation,	  data	  collection	  using	  synchrotron	  radiation,	  
data	  processing	  (DENZO,	  CCP4),	  	  phase	  determination	  (molecular	  replacement,	  SAD/MAD,	  MIR),	  
model	  fitting	  (XtalView,	  Coot)	  and	  refinement	  (Refmac,	  CNS,	  Phenix.refine,	  Buster-‐TNT),	  
structure	  validation	  and	  graphic	  programs	  (Pymol,	  Chimera,	  Dino),	  structure	  analysis	  and	  
interpretation	  
 


